Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.046; wR factor = 0.134; data-to-parameter ratio = 15.6.
For related background and the biological activity of isoxazol, see: Howell & Kimmel (2008) ; Bartlett & Schleyerbach (1985) ; Lamani et al. (2009) ; Jayashankar et al. (2009) . For related structures, see: Alvarez-Thon et al. (2006) ; Tahir et al. (2008) ; Shad et al. (2008) ; Fun et al. (2010) . For details of hydrogenbond motifs, see: Bernstein et al. (1995) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: PLATON (Spek, 2009); software used to prepare material for publication: SHELXTL and PLATON. 
Comment
Five-membered heterocyclic compounds, natural as well as synthetic, are important for their biological activities. Compounds with isoxazol rings are of interest due to their broad spectrum of biological activities against monoamine oxidase inhibitor (Howell & Kimmel, 2008) , bacterial (Bartlett & Schleyerbach, 1985) , depression (Lamani et al., 2009 ), hypertensive (Howell & Kimmel, 2008) , pyretic and inflammatory diseases (Jayashankar et al., 2009) (Fun et al., 2010) have been reported previously. In view of the importance of the title compound, (I), its crystal structure is reported here.
In the title compound ( Fig. 1) , the isoxazole ring is essentially planar with a maximum deviation of 0.007 (2) In the crystal structure ( Fig. 2) , the imino N atoms are linked to the phenol O atoms and act as hydrogen-bond acceptors in intramolecular O1-H1O1···N1 interactions (Table 1) , which generate S(6) ring motifs (Bernstein et al., 1995) . The crystal structure is further stabilized by π-π interactions involving the isoxazole (O2/N2/C12-C14)ring and the (C1-C4/C9-C10) ring of the naphthyl unit, with centroid to centroid distance of 3.5200 (10) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (5) 0.0000 (4) 0.0068 (5) 0.0003 (4) C11 0.0151 (6) 0.0139 (5) 0.0153 (5) 0.0004 (5) 0.0069 (5) 0.0004 (4) C12 0.0158 (6) 0.0141 (5) 0.0132 (5) −0.0011 (5) 0.0062 (5) −0.0014 (4) C13 0.0147 (6) 0.0136 (5) 0.0139 (5) −0.0009 (4) 0.0066 (5) −0.0003 (4) C14 0.0142 (6) 0.0166 (5) 0.0152 (5) −0.0005 (5) 0.0073 (5) 0.0001 (4) C15 0.0244 (7) 0.0220 (6) 0.0153 (6) −0.0011 (6) 0.0105 (5) 0.0017 (5) C16 0.0216 (7) 0.0130 (5) 0.0175 (6) 0.0006 (5) 0.0085 (5) 0.0001 (4) Geometric parameters (Å, °) (15) 150 (2) supplementary materials sup-7 
